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When dealing with high dimensional biological data, one important issue is to handle the
n << p problem, as most variables are irrelevant or noisy to explain the biological experiment. This issue is even more challenging when there are more than one group of variables
and when the aim is to highlight the relationships between the different sets of variables. Here,
we especially focus on the situation where there are two groups of variables measured on the
same observations (symetric data sets).
Very few methods can deal with two (or more) data sets. Among them, Canonical Correlation
Analysis (CCA, [2]) and Partial Least Squares regression (PLS, [3]) can answer the biological
question. However, both approaches do not allow feature selection. To deal with the major
drawback of CCA (p < n and q < n), [1] proposed to regularize CCA with an L2 penalization.
But so far, no sparse method has been developped yet to handle this problem, as it is proposed
by lasso in the context of regression.
We propose a sparse approach to select variables from each of the two data sets with two
variants: either to model the relationships between the two sets of variables, or to predict one
set of variables with respect to the other. We apply this method to some real world data sets
with two types of measurements, and which purpose is to explain which group of variable imply
the other group of variables (and/or vice versa).
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